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Abstract ; ;The diagnosis of cancer iype based on gene expression profile is an important application field
of DNA ‘mi”c’roarrays. In this paper, A penalized Gaussian mixture model is proposed by an L, penalty,

which makes a good conjunction with cancer diagnosis and gene selection, achieve better accuracy by less

variable deal. Some theoretic analysis is given for a simple but clear explanation about the model in de-

tail. Simulate and real data examples show that the proposed method not only have high classification ac-

curacy but also enjoy stable performance in various cases.
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Table 3 Accuracy comparison between different numbers of gene preselected
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